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Education
2002 Ph.D. in Molecular Biophysics,
University of Texas Southwestern Medical Center
2000 M.S. in Computer Science,
University of Texas at Dallas
1995 B.S. in Biological Sciences and Biotechnology,

Tsinghua University, Beijing, China

Research Experience

2022 — present Professor, Department of Biophysics, University of Texas Southwestern Medical Center
2018 — 2022  Associate Professor, Department of Biophysics, University of Texas Southwestern

Medical Center

2012 - 2018  Assistant Professor, Department of Biophysics, University of Texas Southwestern

Medical Center

2011 -2012  Assistant Professor, Department of Biochemistry, University of Texas Southwestern

Medical Center

2007 — 2011 Instructor, Department of Pharmacology, University of Texas Southwestern Medical

Center

2002 — 2007 Postdoctoral Associate, Department of Biochemistry, University of Texas Southwestern

Medical Center

1996 - 2002 Graduate Student, Department of Biochemistry, University of Texas Southwestern

Medical Center

Professional and Technical Skills

11 years of experience working in a multi-disciplinary core facility, providing services including cryo-
EM, X-ray crystallography, SAXS and microED to 40-50 investigators across 18 departments from
academic institutions and industry
Building out and managing the cryo-EM service at the core facility from ground up for over 6 years
Excellent planning and communication skills
Cryo-electron microscopy (sample preparation, microscope operation/management, screening and
data collection on Talos Arctica/Glacios and Titan Krios, data processing with Relion/cryoSPARC,
model refinement and analysis)
Micro-crystal electron diffraction (sample preparation with small molecules and proteins, data
collection, processing and refinement)
Negative-stain transmission electron microscopy (sample preparation, microscope operation,
screening and data collection on Tecnai Spirit)
Macromolecular X-ray crystallography (protein crystallization, data collection and processing, MR and
SAD/MAD phasing methods, model refinement and structural analysis)
Small molecule X-ray crystallography (data collection and processing, direct phasing, model
refinement and structural analysis)
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e Small angle X-ray scattering (SAXS data collection and processing, ab initio low resolution model
calculation, model fitting and optimization)

o Deep understanding of computer technology on both hardware and software levels, working closely
with the Bioinformatics department/BioHPC to increase productivity and efficiency

e Mass Photometry, Isothermal titration calorimetry (ITC), microscale thermophoresis (MST), circular
dichroism (CD) spectroscopy and fluorescence spectroscopy (FRET, BRET)

¢ Molecular cloning; design and constructing protein expression vectors for bacterial hosts and insect
cells

e Protein expression and purification from bacterial hosts and insect cells

Teaching & Mentoring Experience

2021 — present Organizing and teaching in workshops on single particle cryo-EM data processing with
cryoSPARC.

2021 — present Organizing and teaching on advanced topics in data processing on single particle cryo-
EM

2018 — present Organizing and teaching in workshops on single particle cryo-EM data processing with
Relion.

2017 — present Training and teaching on microscope operation, grid screening, data collection and
analysis.

2017 — present Training of over 200 users on cryo-EM sample preparation with Vitrobot.

2015 -2018 Lectures in Practical X-ray Crystallography in the Molecular Biophysics graduate
program.

2013 — present Lectures in Modern Methods in Structural Biology in the Molecular Biophysics graduate
program.

2002 — present Student and staff mentoring and training.
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RNA capping by SARS-CoV-2” Nature. https://doi.org/10.1038/s41586-022-05185-z.
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Biochemical Journal. https://doi.org/10.1042/BCJ20220076.
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A Partially Disordered Region Connects Gene Repression and Activation Functions of EZH2”
Proc. Natl. Acad. Sci..117 (29): 16992-17002.
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Nature Structural and Molecular Biology, 27 (6):589-97.

Li, F., Raczynska, J.E., Chen, Z. and Yu, H. (2019) "Structural Insight into DNA-dependent
Activation of Human Metalloprotease Spartan" Cell Reports (26):3336-46.
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Biol Chem 293 (51): 19586-99
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cohesion” Nat. Struct. Mol. Biol. 21: 864-70.

Hunter, J., Gurbani, D., Ficarro, S.B., Carrasco, M., Lim, S.M., Choi, H.G., Xie, T., Marto, J.A.,
Chen, Z., Gray, N.S. and Westover, K.D. (2014) “In situ Selectivity Profiling and Crystal Structure
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Exchange Factor Proteins” J. Biol Chem 288: 11325-33.
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