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“Docking interactions between the MAP3Ks, ASK1/TAO2 and B-Raf with their cognate 
MAP2Ks MEK6 and MEK1” 
The project concerns docking interactions between members of the MAPK module TAO2, 
MEK6 and p38, as well as B-raf, MEK2 and ERK2. 
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RP38482 Goldsmith (PI) 06/10/-09/13  
Cancer Prevention and Research Institute of Texas  
Inhibitors of the MAP3K TAO2  
The goal of this study is to identify and characterize specific inhibitors of the MAP3K TAO2 
using thermal shift assays. Inhibitors will be used to modulate cell checkpoint regulation, 
increasing the efficacy of chemotherapeutic treatments.  
Role: PI  
 
Patent Fees Goldsmith (PI) 01/01/- ongoing  
Chymotrypsin family proteases resistant to inhibition by serpins  

Completed Research Support  
 
I1128 Goldsmith (PI) 06/10/-05/12  
Welch Foundation  
Structure of Vop A, a virulence factor of Vibrio Pharahaemo  
The goal of this study is to elucidate structure/function relationships of VopA as a selective 
inhibitor of MAPK signaling pathways.  
Role: PI  
 
3 R01 DK046993-16S1 Goldsmith (PI) 05/06-04/10  
National Institutes of Health  
Interactions and dual phosphorylation in MAP kinase cascades  
The major goal of this project is to understand substrate interactions in MAP kinases.  
Role: PI  
 
5 RO1 DK46993-16S1 1/10/10-3/31/10 Goldsmith (PI) 05/06-04/10  
National Institutes of Health  
Interactions and Dual Phosphorylation in MAP Kinase Cascades  
This grant is a Recovery Act Funds for Administrative Supplements (ARRA) award.  
Role: PI 
  
Invited Lectures and Seminars 
 
University of California, San Francisco, January 1991. Bill Rutter, host, seminar to the Hormone 
Research Institute. "Evolution of Specificity in an Enzyme Family". 
 
Wesleyan University, Middleton Connecticut, March 1991.  Paul Haake, host, seminar to 
Biochemistry department "Evolution of Specificity in an Enzyme Family". 
 
Pfizer Chemical, Groton, Connecticut, March 1991.  Kieran Goeghegan, host, seminar to research 
unit, "Progress on the Structure of PAI-1 and tPA Mutagenesis." 
Purdue University, West Lafayette, Indianna, September 1991.  Cynthia Stauffacher, host, seminar 
to Crystallography Department, "Structure of Plasminogen Activator Inhibitor-1". 
 
University of Arizona, Tucson, Arizona, January 1992.  Bill Montfort, host, seminar to Biophysics, 
"Latent Tendencies of PAI-1". 
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University of California, Los Angeles, March 1992.  David Eisenberg, host, Molecular Biology 
Institute  seminar "Structure and Regulation of Plasminogen Activator Inhibitor-1". 
 
Virginia Commonwealth University, Richmond VA, April 1992. Tonie Wright, host, seminar to 
Biochemistry Department , "Structure of Plasminogen Activator Inhibitor-1". 
 
Texas A&M, College Station Texas, May 1992.  Jeff Kelly, host, seminar to Chemistry, "Structure 
and Regulation of Plasminogen Activator Inhibitor-1". 
 
Arrhus University, Arhus, Denmark, June 1992.  Peter Andreasen, host, “Structure and Regulation 
of Plasminogen Activator-1”. 
 
University of Umeå, Umeå, Sweden, June 1992.  Tor Ny, host, Applied Cell- and Molecular 
Biology, “Structure and Regulation of Plasminogen Activator Inhibitor-1”. 
 
University of Leuven, Lueven, Belgium, June 1992.  Paul Declerck, host, seminar “Structure and 
Regulation of Plasminogen Activator Inhibitor-1”. 
 
Kerckhoff-Clinic, Max Planck-Gesellschaft, Bad Nauheim, Germany, June 1992.  Klaus T. 
Preissner, host, seminar “Structure and Regulation of Plasminogen Activator Inhibitor-1”. 
 
Max Planck Institut, Martinsried, Germany, June 1992.  Wolfram Bode and Robert Huber, hosts, 
seminar “Structure and Regulation Plasminogen Activator Inhibitor-1”. 
 
Gordon Conference on Serine Proteases, June 1992.  Robin Carrell, host, “Structure and Regulation 
of Plasminogen Activator Inhibitor-1”.  
 
University of Cambridge, Cambridge, England, June 1992.  Robin W. Carrell, host, “Structure and 
Regulation of Plasminogen Activator Inhibitor-1”. 
 
International Union of Fibrinolysis, Copenhagen, Denmark, July 1992. Tor Pederson, host, 
symposium presentation “Structure and Regulation of Plasminogen Activator Inhibitor-1”. 
 
DuPont, Wilimington, Delaware September 1992.  Thomas Reilly, host, “Structure and Regulation 
of Plasminogen Activator Inhibitor-1”. 
 
Scripps Research Institute, La Jolla, California, September 1992.  Elizabeth Getzoff, host, “Structure 
and Regulation of Plasminogen Activator Inhibitor-1”. 
 
Biophysical Society National Symposium, Washington D.C, Feb 1993.  “Structure of the MAP 
kinase ERK2”.   
 
University of Pennsylvania, Philadelphia, Penn, March 1993.  “Structure and Regulation of PAI-1” 
 
Proteins Gordon Conference , Tilton School NH June 1993. “Structure and Regulation of PAI-1” 
 
Kansas State Univ., Manhattan , KS,  October 1993.  “Structure and Regulation of PAI-1.” 
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ASBMB Symposium on Signal Transduction, Washington D.C.  May 1994. “Structure of the 
MAP kinase ERK2.   
 
FASEB Summer Course on Protein Kinases, August 1994.  “MAP kinases.” 
 
Scripps Research Institute, La Jolla, California, January 1995.  Edwin L. Madison, host,“MAP 
kinases.” 
 
Smith Kline Beecham, King of Prussia, PA, March 1995. “MAP kinases.” 
 
Parke-Davis, Ann Arbor, Michigan, January 1995.  Alan Saltiel, host, “MAP kinases” 
 
Scripps Research Institute, La Jolla, California, January 1995.  Edwin L. Madison, host. 
 
Dupont-Merck, February 1995. “MAP kinases.” 
 
The Structural basis for Phosphate Signaling Workshop, Tatry Mountains Poland, May 10-26, 1995. 
“MAP kinases.” 
 
International Union of Crystallography, Seattle Washington, August 1995.  “MAP kinases.” 
 
University of Texas, Austin, TX September 1995.  John Robertus, host, “MAP kinases.” 
 
Vertex, Boston Mass, March 1996. “MAP kinases.” 
 
Serpin International Symposium on the Biology of Serpins, March 1996. “Serpin structure and 
folding” 
 
Glaxo-Wellcome, March 1996. “MAP kinases.” 
 
SmithKline Beecham, King of Prussia, PA, May 1996. “MAP  Kinases.” 
 
Ciba Geigy, N.J., June 1996. “Activation and Inhibition of MAP Kinases.” 
 
Roche Biosciences, Palo Alto, CA, June 1997. “The structure of p38.” 
 
Regeneron Corp, Tarrytown,  NY, Feb. 4, 1998. “Activation and Inhibition of MAP Kinases.”  
 
Wyeth-Ayrherst, Princton, N.J., March 1998. “Structure and Folding of Serpins.” 
 
Wyeth Ayrherst, Yorktown  Heights, March 1998.  “Activation and Inhibition of MAP kinases.”  
 
Northwestern Drug Discovery Program, Linda Van Eldik, host, March 1998. “Activation and 
Inhibition of MAP kinases.” 
 
NMHCC Conference: Cell Signaling Signal Transduction and Gene Transcription, San Diego, July 
14-15 1998. “Activation and Inhibition of MAP kinases.” 
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FASEB Conference of Receptors and Signal Transduction, July 19-24, 1998. “Activation and 
Inhibiton of MAP kinases.” 
 
The Salk Institute, San Diego, California, August 1999.  Oncogene Symposium. 
 
Crystallography Congress, Glasgow, Scotland, August 1999.  International Union of 
Crystallography, host, James Naismith. 
 
Selectide, Tucson, Arizona, September 1999.  Ken Wertman, host, "Activation and Inhibition of 
MAP Kinases".  
 
UT Soutwestern Department of Physiology October 2000.  "Serpin Mechanism" 
 
American Crystallographic Association, August 2000 "Serpin/Protease Complex" 
 
West Coast Protein Crsytallogaphy Workshop, Asilomar, March 2001, “Serpin/Protease 
Complex” (Sheng Ye). 
 
Galveston Symposium on Structural Biology, May 2001 "Serpin Inhibitory Mechanism" 
 
Biogen, Boston, MA August 2001,  "Activation and Inhibition of MAP kinases" 
 
Arqule, Boston, MA August 2001, "Activation and Inhibition of MAP kinases" 
 
Cell Signalling (FASEB meeting), Taos, March 2002, "Interactions of MAP kinases" 
 
Montsanto/Pharmacia, St. Louis Mo., March 2002, "Activation and Inhibition of MAP kinases" 
 
Serpin Symposium Chicago, June 2-4, 2002, Knickerbocker Hotel, "Serpin-Protease Complex" 
 
West Coast Protein Crsytallogaphy Workshop, San Jose, CA, March 23-26, 2003, "The Crystal 
Structure of the Kinase Domain of Wnk Protein Kinase, a Kinase Involved in Hypertension 
Disease" (Xiaoshan Min); "How a MAP Kinase Kinase talks to a MAP Kinase: a Kinetic 
Investigation" (Prashanti Madhavapeddi) 
 
University of Toledo, March 30-31, 2003, “Substrate Interactions in Protein Kinases.” 
 
Shering Plough, June 12, 2003, “Substrate Interactions in Protein Kinases.” 
 
GlaxoSmithKline, August 6-8, 2003, “Substrate Interactions in Protein Kinases.” 
 
Roche Palo Alto, Palo Alto, CA, August 21-22, 2003, “Substrate Interactions in Protein 
Kinases.” 
 
Southwest Macromolecular Symposium Crystallography Meeting, Woodlands, TX,  
October 27-28, 2003, “Substrate Interactions in Protein Kinases.” 
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Case Western Reserve University, November 17-18, 2003, “Substrate Interactions in MAP 
Kinase Pathway Enzymes.” 
 
Weill Medical College of Cornell University, New York, NY, March 3-7, 2004, “Substrate 
Interactions in MAP Kinase Pathway Enzymes.” 
 
University of California at Los Angeles, March 22-24, 2004, "Substrate Interactions in Protein 
Kinases." 
 
Pfizer Global Research & Development, 6th Winter Conference on Medicinal & Bioorganic 
Chemistry, Steamboat Springs, CO, January 24-28, 2005. 
 
Biophysical Society Annual Meeting, Salt Lake City, Utah, February 18-22, 2006. 
 
American Chemical Society  Meeting, Atlanta, GA, March 25-30, 2006. 
 
American Society for Biochemistry and Molecular Biology Annual Meeting,  San Francisco, 
CA, April 1-4, 2006. 
 
American Society for Biochemistry and Molecular Biology Annual Meeting, Galveston, TX, 
May 18-21, 2006. 
 
American Crystallography Association, Honolulu, Hawaii, July 22-27, 2006. 
 
The 20th Symposium of the Protein Society, San Diego, CA, August 5-9, 2006. 
 
American Chemical Society, 62nd Southwest Regional Meeting, Houston, TX, October 19-22, 
2006, “Processing Conformation of MAP Kinases.” 
 
The 18th West Coast Protein Crystallography Workshop, San Francisco, CA, March 11-14, 2007. 
 
The 5th International Conference on Inhibitors of Protein Kinase, Warsaw, Poland, June 23- 27, 
2007, “Conformational Changes in MAP Kinase Signaling.” 
 
The University of Montana, Missoula, MT (Invited Speaker),  October 11-12, 2007. 
 
The 51st Conference on Chemical Research, Houston, TX, October 21-23, 2007.  
 
First International Conference of Drug Design and Discovery, Dubai, United Arab Emirates, 
(Invited Speaker) February 2-7, 2008. 
 
Gordon Research Conference: Phorylation and G-Protein Mediated Signaling Networks, 
University of New England in Biddeford ME, June 15-20, 2008. 
 
The 22nd Symposium of the Protein Society, San Diego, CA, July 19-23, 2008 
 
Duke University Medical Center, Invited speaker, Raleigh Durham, NC, September 16-18, 2008. 
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Welch Conference, Houston, TX, October 26 – 28, 2008 
 
American Medical Informatics Association Summit on Translational Bioinformatics, San 
Francisco, CA, March 15-17, 2009. 
 
University of Utah, Graduate Reviews for Fall 2009, Salt Lake City, UT, November 1-3, 2009. 
 
Keystone Symposium on Structural Biology (Session Chair), Denver, CO, January 8-12, 2010. 
 
Texas Protein Folders (Invited Lecture) College Station, TX, April 5, 2012  
 
Experimental Biology (Attending WNK symposium) San Diego, CA, May 5, 2012   
 
MAP Kinases in Health and Disease (Invited Lecture) Jerusalem, Israel, Sept 4, 2012  
 
Advisory Panel for U. Montana COBRE (panelist) Missoula, MT, Sept 12, 2012 
 
Advisory Panel for U.  Oklahoma COBRE (panelist) Norman, OK, May 20, 2013  
 
 
 
 


